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Bay Area Yeast and Other Fungi Symposium
January 23rd, 2010
Stanley Hall

Coffee and Pastries in the Atrium

Vacuole size scaling in S. cerevisiae
Mark Chan, Marshall Lab, UCSF

Discovery of a Novel Putative Xylitol Dehydrogenase using
Bulk Segregant Analysis by Sequencing
Jared Wenger, Sherlock Lab, Stanford

Automated identification of pathways from quantitative genetic interaction data
Alexis Battle, Koller Lab, Stanford

The development of genetics and genomics for analysis of quantitative traits
in the model filamentous fungus, Neurospora crassa
Charles Hall, Glass Lab, UC Berkeley

Buffet Style Lunch in the Atrium
Poster Session (B1 Atrium)

A Role for NUPs in Silencing in Saccharomyces cerevisiae
Guilia Rueben, Kamakaka Lab, UCSC

START cell cycle commitment in budding yeast
Andreas Doncic, Skotheim Lab, Stanford

New insights about cross-talk and decision-making in MAPK signaling
in response to hyperosmotic stress
Jesse C. Patterson, Thorner Lab, UC Berkeley

3:00 Keynote Talk
How do Chromosomes Segregate?
Investigations into the Kinetochore-Microtubule Interface
Trisha Davis, University of Washington
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