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SP6 Pronot er

OCCCAT TCTGOCTGEEACGT CEGAGCAACCT TCAT T TAGGTGACACTATAGAATACAAGCTACTTGI TCTTTTTGCAGG - 80
GOGGTAAGACCEGACCOCT GCAGCCTOGT TOGAACTAAATCCACT GT GATATCT TATGT TCGATGAACAAGAAAAACGTCC

°l [ AN | | e * . |
11 20 28 40 47 59 79

11 29 41 79
11 79
11 18 79
11 80
11 80
17 80
17 80
80
Aci |
Mer |
i I
Eag |
Eae |
Bsi E |
Not |
Fnu4H |
Aci |
BstU |
Sac I
NspB 11
X Dsa | Xho |
Taq | BsaJ | PaeR7 |
BstB | BspW Aci | Ava |
Tfi | Sal | Sfi |l Fnu4H | Hae 111
Hnf | Hnc |1 BspWI Stu |
Taq | Acc | Hae Ill Hae Il Hae | Taq | Bfa |
dal EcoR | Hae | &di Il FnudH I Ml | Xba | Plel
BspDI Apo |l Taql Bgl | Eae | Hae Ill BspWI Ml | Sfc | Hnf |
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QG03G (fixed T7 pronoter in CS107;
ATOCCATCGATTCGAATTCgE cgacaggccaat ct ggccgeggecgc AAGSCCTCTOGAGCCTCTAGAACTATAGIGAGT 160
TAGSGTAGCTAACGCTTAACCagcet gt ccggt t agaccggcgecggeg T TOOGGAGAGCCTCEGAGATCT TGATATCACTCA
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OGTATTACGTAGATCCAGACATGATAAGATACAT TGATGAGT TTGGACAAACCACAACTAGAATCCAGTGAAAAAAATCEC 240
GCATAATGCATCTAGGTCTGTACTATTCTATGTAACTACTCAAACCTGI TTGGTGT TGATCT TACGTCACTTTTTTTAGCG
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